Query : ENCFF112BHN_H3K4me3_chrl.bed
Total overlap length per region type
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Number of intersections

71 Shuffled [ True

Query : ENCFF112BHN_H3K4me3_chrl.bed
Total nb. of intersections per region type
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Query : ENCFF112BHN_H3K4me3 chrl.bed
Volcano plot (for both'N and S statistics)
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